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Abstract

There are many local cultivars of rice species (Oryza sativa) growing in Southern Thailand, each
exhibiting specific morphological characteristics. However, due to climate change and the replacement of
many new economically important crops, the local cultivars are disappearing. Therefore, the collection
and genetic study of the remaining local rice cultivars in Southern Thailand are in urgent need in order to
conserve them. In this study, local rice cultivars were collected and genetically identified by using a
chloroplast gene, matK. The 50% majority consensus tree showed that the 18 rice cultivars were divided
into three groups. Group 1 comprises of Ya-Co and Kem-Ngern with similarity index of 84%. Group 2
composes of Sungyod, Yayo, Hom-Tai-Dam, Hluang, Sho-Pree-Dam, Leb-Nok, Cho-Jung-Wad, Hom-Jun,
Leb-Nok-Pattani, Leb-Nok-Kaew, Bou-Son and Kaow with similarity index ranging from 93% to 99%, Leb-
Nok-Pattani and Leb-Nok-Kaew with similarity index of 99%, Sho-Jung-Wad and Hom-Jun with similarity
index of 97%. Group 3 contains Hlong-Kak, Jong-Gon-Cho, Sri-Lak and Dam with similarity ranging from
40% to 65%. The matK gene and phylogeny of 18 rice cultivars are useful for future conservation and

breeding program for improvement of rice cultivars.

Keywords: local rice cultivars, matK gene, phylogeny
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Figure 1 Sketch of the plastid gene trnK and its matK (Young and dePamphilis, 2000)
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Table 1 Lists of local cultivars rice in southern Thailand

Number Sample number Name Collected from
1 OR1 Hluang Khlong Se sub-district, Tham Phannara district
2 OR2 Bou-Son Mae Chao Yu Hua sub-district, Chian Yai district
3 OR3 Hom-Tai-Dam Nakean sub-district, Mueang district
4 OR4 Yayo Tham Phannara sub-district, Tham Phannara district
5 OR5 Leb-Nok-Kaew Khanom sub-district, Khanom district
6 ORG6 Dam Tham Phannara sub-district, Tham Phannara district
7 OR7 Leb-Nok-Pattani  Suea Hueng sub-district, Chian Yai district
8 ORS8 Jong-Gon-Cho Dusit sub-district, Tham Phannara district
9 OR9 Sho-Pree-Dam Pak phun sub-district, Mueang district
10 OR10 Ya-Co Tha Sak sub-district, Mueang district
11 OR11 Kem-Ngern Plian sub-district, Sichon district
12 OR12 Leb-Nok Khanom sub-district, Khanom district
13 OR13 Hom-Jun Plian sub-district, Sichon district
14 OR14 Hlong-Kag Sao Phao sub-district, Sichon district
15 OR15 Kaow Paosaded sub-district, Mueang district
16 OR16 Sri-Lak Suea Hueng sub-district, Chian Yai"district
17 OR17 Cho-Jung-Wad Sai Khao sub-district, Hua Sai district
18 OR18 Sungyod Na Pho sub-district, Thung Song district

Outgroup RU Ruzi grass Thaiburi sub-district, Thasala district

Nakhon Sri Thamarat Rice Research Center, 2552
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Figure 2 Result of PCR amplification
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