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ABSTRACT

Expressed segquence tag (EST) analysis is a high efficient for gene
discovery, examining gene expression and functional genomics. This study was
employed ESTs to analyze gene expression of Mekong giant catfish (Pangasianodon
gigas) in ovulation and after ovulation using a cDNA libraries constructed from mRNA
extracted from blood. Sequences of total of 66 clones were analyzed through GenBank
in NCBI. Among total 30 known genes, from 38 EST clones of ovulation and 28 EST
clones of post ovulation were identified as orthclogs to known genes from other
organisms, 26 clones (69.23%) and 16 clones (55.56%), respectively. For unknown
genes, there were 12 EST clones (30.77%) of ovulation and 12 clones {44.45%) of post
ovulation. The average insert sizes of EST clones were 518 bp for ovuiation cDNA
libraries and 434 bp for post-ovulation libraries. We found the 6 important genes. There
were Z genes; putative proteins of activin A receptor and cystatin precursor, that
involving to ovulation from ovulation ¢cDNA libraries. There were 4 genes involving in
immune system; 3 genes from ovulation cDNA libraries such putative proteins of |lI-
FBPL precursor (F-type lectin), intercellular adhesion molecule 2 (ICAM2) and MHC
class Hl beta chain, and 1 gene from post-ovulation libraries such as MHC class Il alpha

chain. This is the first report for molecular level of ovulation in Mekong giant catfish.





