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Genetics of the Thai Rosewood, Dalbergia cochinchinensis Pierre
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Abstract

Preliminary investigation of genetic diversity of the Thai rosewood (Payoong;
Dalbergia cochinchinensis) the high-quality hardwood tree geographically distributed only in the
Northeast of Thatland and neighboring Indochina was eonducted. Cytogenetie techniques revealed
the ehromosome number of 2n=20 and a karyotype of small-sized ehromosomes (1-10 pm) by
protoplast dropping protocol followed by Giemsa and DAPI staining. FISH was attempted with
the labeled probe (about 750 bp) obtained from the PCR-amplified ITS of ribosomal RNA genes.
PCR-based DNA RFLP analysis using Rsgl and Mspl distinguished D. cochinchinensis from other
Dalbergia species. RAPD tcchnique showed a few and ineonsistent results with limited random
primers. Efforts were made to detect any differences in the PCR-amplified region (1400 bp} of
the chloroplast rbcL gene by Alul, Rsal, and Mspl enzymie digestion. All Dalbergia cochinchinensis
DNA samples of different provincial origins from the Northeast showed the same fragment
patterns. In this study DNA extracted from readily available bark-lining tissues as well as leaves
were used in spite of some phenolie compound contarmnants. Future studies in search of genetic
diversity for conservation of this threatened forest tree would require some technical improvement
and more extensive molecular research.
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