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Mutation Breeding and Selection for Phenotypic Mutants in Standard Rice
Varieties by Ion beam in the Field Condition
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Abstract

The Mutation Breeding and Selection for Phenotypic Mutants in Standard Rice
Varieties by Ton beam in the field Condition was continued on 2010-2012. The evaluation and
line selection of rice mutants RD6M; plants, SPT1M, plants as well as Standard Yield Trials were
carried out. As a result, the rice mutant lines were selected from RD6M, plant to RD6M, seeds of
9 lines, 15 panicles which were rice mutant glutinous 13 panicles, paddy 2 panicles. More over,
selected from SPTM, plants to SPT1M, seeds of 21 lines, 51 panicles which were rice mutant
glutinous 49 panicles, paddy 2 panicles. The SPT1 mutant lines were evaluated standard on trial
with their normal variety in yield trial set 1. The results indicated that one line of SPTIM, gave
mean paddy rice at 14% moisture higher than SPT1(N) (898 kg/rai) which were éPTl (DM,-1-2-
2-1-1-1 (901 kg/rai) higher than the SPT1(N). The RD6 mutant lincs were evaluated on standard
test with their normal variety in yield trial set 2. The results indicated that 4 lines of RD6M, gave
mean paddy rice at 14% moisture comparable to RD6(N) (738 kg/rai), which were RD6(I)M,-
173-1-1-1-1 (786.7 kg/rai), RD6(1)M,-151-11-2-1-1(772 kg/rai), RD6()M,-149-1-1-1-1 (770
kg/rai) and RD6()M-171-5-1-1-1-1 (753.5 kg/mai), respectively. All the mutant lines
development form ion-bcam bombardment will be further used in Rice conventional breeding
program assisted with biotechnology to identify the paddy rice mutation form Sanpathong 1 and

RD6 glutinous rice varieties,
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